LC- and CE-MS ANALYSIS IN BIOTECHNOLOGY :
A STATUS REPORT
In this presentation, we will first speak on the career of Wolfgang Goetzinger who
was a post doc in my lab in the 1990s. It is very fitting to have this memorial
symposium in his memory. We will then turn to discuss peptide and protein
analysis in biotechnology using liquid phase separations (LC and CE) coupled to
mass spectrometry. The increasing power of MS in terms of sensitivity, scan
speed, and mass range has opened up new opportunities for separations. In
terms of increased sensitivity, new approaches to host cell analysis are allowing
identification of individual impurities down to the low ppm level. Advances in CE
microfluidics and small particle LC columns coupled to MS are having an impact
as MS speed increases. In terms of the high mass range, improved analysis of
intact proteins and large fragments are occurring, leading to a more complete
characterization of biopharmaceuticals. To fully utilize the advances in MS will
require further improvements in separations. We will suggest several areas of
further development, stressing the need to focus on the integration of the full
workflow, and not the component parts in isolation.
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